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Abstract

Biomolecular condensates (BCs), comprised mainly of intrinsically disordered proteins, form through liquid-liquid phase separation
within biological cells. Despite considerable research on BCs in the cytosol and nucleus, their behavior at cellular membranes
remains largely unexplored. Galectin-3, a mixed-folded protein consisting of an intrinsically disordered N-terminal domain (NTD)
and a carbohydrate recognition domain (CRD), plays pivotal roles in various biological processes such as immune responses,
cell migration, and signaling. It has been demonstrated that galectin-3 interacts with glycosphingolipids on the cell membrane,
facilitating clathrin-independent endocytosis [1]. Using dissipative particle dynamics (DPD) simulations, we explore how polymer
models resembling galectin-3 sense and respond to membrane curvature. Our findings suggest a generic mechanism by which BCs
sense membrane curvature, potentially influencing such cellular processes as endocytosis |2].
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